Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.002 Å; R factor = 0.048; wR factor = 0.130; data-to-parameter ratio = 16.4.
In the title compound, C 24 H 19 N 3 O, the pyrazole ring is close to being planar (r.m.s. deviation of the five fitted atoms = 0.062 Å ), and each of the N-bound quinoline ring [dihedral angle = 9.90 (7) ] and the C-bound phenyl ring in the 3position is close to being coplanar [dihedral angle = 8.87 (9) ]. However, the phenyl ring in the 5-position forms a dihedral angle of 72.31 (9) . The hydroxy group forms an intramolecular hydrogen bond to the quinoline N atom. In the crystal, molecules are connected into supramolecular layers two molecules thick in the bc plane by C-HÁ Á ÁO and C-HÁ Á Á interactions.
Related literature
For applications of coordination complexes of hydrazones as organic light emitting diodes and supramolecular magnetic clusters, see: Zhang et al. (2011 Zhang et al. ( , 2012 . For the synthesis of hydrazones, see: Gupta et al. (2007) . For background to and the synthesis of the target molecules, see: Najib et al. (2012a,b,c) Experimental Table 1 Hydrogen-bond geometry (Å , ).
Cg1 and Cg2 are the centroids of the C1-C6 and N1,C1,C6-C9 rings, respectively. Symmetry codes: (i) Àx þ 1; y; Àz þ 3 2 ; (ii) Àx þ 1 2 ; y þ 3 2 ; Àz À 1 2 ; (iii) x; y þ 1; z.
Data collection: CrysAlis PRO (Agilent, 2012); cell refinement: CrysAlis PRO; data reduction: CrysAlis PRO; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) . 
Comment
We have previously prepared 3,5-dimethyl-1-(2′-quinolyl)-pyrazole (Najib et al., 2012c ) and a related Cinchonine derived ligand (Zhang et al., 2011) for the synthesis of photoluminescent zinc (Najib et al., 2012a; Najib et al., 2012b) and iridium complexes (Zhang et al., 2012) . These ligands are made by the condensation of the corresponding hydrazine (Najib et al., 2012a) with a β-diketone (Gupta et al., 2007) . In our attempted synthesis of 3,5-diphenyl-1-(2′-quinolyl)pyrazole using the same procedure, we were surprised to prepare the title compound, (I), presumably from initial condensation but only partial dehydration. The reluctance of this benzylic, tertiary alcohol to undergo dehydration may be due to the resulting unfavourable proximity of the phenyl and quinoline groups.
In (I), the pyrazolyl ring has an envelope configuration with the C10 atom being the flap atom. However, the distortion from planarity is relatively minor with the r.m.s. deviation = 0.062 Å and maximum deviations of 0.051 (1) Å for the N1 atom and -0.052 (2) Å for the C10 atom. The N2-bound quinolinyl ring (r.m.s. deviation = 0.009 Å) forms a dihedral angle of 9.90 (7)° with the pyrazolyl plane. The C12-bound phenyl ring is almost co-planar with the pyrazolyl plane [dihedral angle = 8.87 (9)°) whereas the C10-bound phenyl ring forms a dihedral angle of 72.31 (9)°. The latter projects to one side of the pyrazolyl plane and the hydroxy group to the other. The hydroxy group forms an intramolecular hydrogen bond to the quinolinyl-N1 atom, Table 1. In the crystal packing, C-H···O interactions link molecules into centrosymmetric dimers via 18-membered {···HC 3 NCNCO} 2 synthons, Table 1 . These are connected into supramolecular layers two molecules thick in the bc plane via C-H···π interactions, Fig. 2 and Table 1 . Layers stack along the a axis without specific interactions between them.
Experimental
Ethanol (25 ml) was added to a mixture of 2-hydrazinylquinoline (0.08 g) and dibenzoylmethane (0.23 g) and the resulting solution was refluxed for 48 h. The solvent was removed to obtain an orange residue that was recrystallized from toluene to yield 0.063 g of orange crystals. A second recrystallization from toluene produced 0.035 g (19.1%) of orange crystals. Melting point: 503 K. IR ν/cm -1 : 3409, 3061, 3028, 1616, 1602, 1559, 1507, 1480, 1447, 1432, 1405, 1371, 1343, 1326, 1302, 1263, 1248, 1233, 1170, 1149, 1070, 1050, 856, 828, 756, 698, 692. 1 
Computing details
Data collection: CrysAlis PRO (Agilent, 2012); cell refinement: CrysAlis PRO (Agilent, 2012); data reduction: CrysAlis PRO (Agilent, 2012); program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: ORTEP-3 for Windows (Farrugia, 1997) and DIAMOND (Brandenburg, 2006) ; software used to prepare material for publication: publCIF (Westrip, 2010) .
Figure 1
The molecular structure of (I) showing the atom-labelling scheme and displacement ellipsoids at the 50% probability level. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. (7) 0.0021 (5) 0.0087 (5) −0.0023 (5) N1 0.0211 (7) 0.0193 (6) 0.0190 (7) −0.0010 (5) 0.0071 (5) −0.0013 (5) N2 0.0180 (6) 0.0245 (7) 0.0171 (6) −0.0051 (5) 0.0042 (5) −0.0010 (5) N3 0.0198 (7) 0.0213 (7) 0.0175 (7) −0.0006 (5) 0.0031 (5 0.0310 (9) 0.0256 (9) 0.0308 (9) 0.0052 (7) 0.0150 (7) −0.0023 (7) C18 0.0200 (8) 0.0264 (8) 0.0273 (9) 0.0005 (6) 0.0096 (7) 0.0010 (7) C19 0.0193 (7) 0.0180 (7) 0.0186 (7) 0.0039 (6) 
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